Summary. In Pleurodeles waltlii, peptidase-1 is a dimeric enzyme which has been shown to be controlled by two codominant alleles, Pep-1A and Pep-1 B (Ferrier et al, 1980, 1983), linked respectively to the Z and W sex chromosomes. The enzymatic patterns obtained after starch gel electrophoresis were used routinely to identify the sexual genotypes of animals reared in our laboratory. We describe here three new patterns that were encountered in standard females, in sex-reversed animals and in thelygenous females.
The identification of the sexual genotype is essential for investigations on sexual differentiation. The salamander Pleurodeles waltlii has a ZZ/ZW genotypic sex determination (Gallien, 1954; . However no sexual heteromorphism is visible on mitotic chromosomes. Till recently the identification of the sexual genotype was only possible in adults, after they were crossed with a partner whose sexual genotype was known and after the sex-ratio of the resulting offspring was established. Such a time-consuming method (about three years) can now be avoided since it was reported that peptidase-1 is sex-linked in Pleurodeles waltlii (Ferrier et al., 1980 and in Pleurodeles poireti .
Like human peptidase-A, Pleurodeles peptidase-1 is specific for the valylleucine bond. In n Pleurodeles waltlii it is a dimeric and polymorphic enzyme, coded by a couple of codominant alleles, Pep (Gallien, 1951 ) , and ZW or WW neomales resulting from rearing the larvae at 30-32 °C Houillon, 1984, 1985) . Homogametic thelygenous WW females were obtained from crosses between ZW neomales and standard ZW females (Collenot, 1973 (Collenot, , 1975 Dournon and Houillon, 1984) .
In the present work, the peptidase-1 pattern was first studied in animals whose sexual genotype had been previously identified by studying the sex-ratio of their offspring. Then it was analyzed in their descendants. All the offspring were reared in standard conditions. Cayrol et al., 1983) . Unlike 
